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Using the ITS1-rDNA gene to distinguish cutaneous leishmaniasis in Tikrit

Intisar Ghanim Abdulwahhab , Balgees Osama mohammed
Department of Biology , College of Education for Women, Tikrit University, Tikrit, Iraq

Abstract

Sixty samples of clinically diagnosed skin lesions were collected for individuals with Cutaneous leishmaniasis.
They were admitted to Salah al-Din General Hospital and a medical clinic in Tikrit between 24/10/2017 and
1/4/2018. Method of Wet Smear was used to diagnose Cutaneous leishmaniasis (ulcers). Then techniques like
nPCR and PCR-RFLP were used.

microscopic results of Wet Smear was 100% Positive in of Sample clear, the results of the techniques mentioned
above using the Primer SAC-VAN, the DNA ITSI replication of the gene in 11 Sample (18.33%). The second
phase of the reaction and PCR-RFLP using the restriction enzyme (Hae III) showed that All positive samples
were infected with both types of leishmania tropica and major.

The study showed that the age groups 31-40 and above 40 years was the highest age groups with 100% infection
possibility. The females recorded the highest infection 22%, followed by males with 17%. Patients With 8 Skin
lesions revenled 100% of in Fection rate, Followed by Patients With Two skin. Lesions Showed 31% Infection
rate, Skin lesions in leg Was 25% and in Face 16%.
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